approaches develop further and generate ever larger data sets, more sophisticated analyses are needed to provide the most robust tests of alternative hypotheses or to extract the maximum amount of information. This is an area where there is still much to be learned. A hallmark of Godfrey Hewitt's work has always been the integration of diverse approaches. A full understanding of a complex issue such as speciation requires data from ecology, palaeoecology, systematics, cytogenetics, and evolutionary theory as well as molecular biology. We hope that the papers in this issue reflect this breadth of Godfrey's interests and influence, and the excitement we felt at the meeting.
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